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(a) Summary 
 
My formal educational background is in biology and microbial ecology, and my professional experience has been 
spent applying bioinformatics to questions about microbial ecology and evolution in various microbial systems 
ranging from deep-sea basalts up to the International Space Station. I have extensive first-hand experience in many 
common approaches (e.g., marker-gene analysis, genomics, metagenomics, metatranscriptomics, comparative 
genomics, phylogenomics, pangenomics). I am an adept coder in the programming languages of bash, python, and 
R, enabling me to not only access and utilize available tools and data for processing and analysis, but to also adjust 
and/or build things as needed for any given project.  
 
I personally know how little guidance there currently is for biologists who suddenly need to be able to use 
bioinformatics regularly in their work, and how difficult of a path that can be for some of us at the start. I am 
therefore very passionate about helping other biologists through that initial steep learning curve and spend a lot of 
my free time on building and maintaining a website designed to help biologists learn bioinformatics, in addition to 
the other activities discussed in the Educational/Outreach section below.  
 
(b) Appointments 
 
2018–Current: NASA Space Biology Postdoctoral Fellow; Exobiology, NASA Ames Research Center, Mountain 

View, CA 94035 
2018–Current: JCVI Research Fellow; J. Craig Venter Institute, La Jolla, CA 92037 
2015–2018: USC SeaGrant Fellow; Biological Oceanography, University of Southern California, Los Angeles, CA 

90089 
2013–2015: USC Dornsife Merit Fellow; Biological Oceanography, University of Southern California, Los Angeles, 

CA 90089 
9/2012–12/2012: NASA Undergraduate Student Research Program (USRP) Intern; NASA Ames Research Center, 

Mountain View, CA 94035 
6/2011–8/2011: NASA USRP Intern; NASA Kennedy Space Center, Merritt Island, FL 32899 
 
(c) Educational/Outreach activities 
 

• I build and maintain a freely available, open-source website designed to help biologists develop 
bioinformatics skills to aid in their research: https://astrobiomike.github.io/ 
 

• I am a certified Data and Software Carpentries Instructor. The Carpentries is a community of volunteer 
instructors dedicated to teaching foundational coding and data science skills to researchers worldwide. 

 
• I am heavily involved in organizing and teaching at yearly bioinformatics workshops including the 

STAMPS course at the Marine Biological Laboratory in Woods Hole, MA, USA and the DIBSI course at 
UC Davis in Davis, CA, USA. And I personally occasionally lead smaller workshops covering the 
foundations of working at the command line using the materials I’ve developed and have available at 
https://astrobiomike.github.io/unix/, among other things on that site. 
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